To whom correspondence should be addressed (email a.h.fairlamb@dundee.ac.uk). The model co-ordinates and structure factors have been deposited with the RSCB PDB (Research Collaboratory for Structural Bioinformatics Protein Data Bank) under the accession code 2VUP.
These authors contributed equally to this work. [E] 0 is initial enzyme concentration, and t is time. (B) Secondary plot of the reciprocal apparent V max data, calculated from the intercepts of the first plot, against the reciprocal TryX concentrations. The slope corresponds to ϕ2, the reciprocal of rate constant, k 2 , for TryX, and the ordinate intercept corresponds to ϕ0, the reciprocal of the catalytic-centre activity, k cat . Kinetic constants are reported in Table 1 of the main paper.
